. Candidate partzyme pairs for the Mz1 MNAzymes Reactions were run in triplicate and results were averaged before plotting using Excel (Version 11). The k obs was generated by fitting the equation ((Y = Y max *(1-exp(k obs *X))+Y min ) where Y max was set at 1000 or Y min was set at 1) to the data . Table 1 and Figure S1 . Analysis of the catalytic activity of partzyme pairs was performed using a SmartCycler System thermocycler (Cephied). Reactions were initiated by the addition of substrate and the total volume of all reactions was 25 µL.
Method for data shown in
Cleavage of Sub2i-FB was monitored in real time at 9 second intervals for 15 minutes by observing the increase in fluorescence of isothermal reactions performed at 55 o C. Sequence of the complete catalytic core domain 8:17 C 1 C 2 G 3 A 4 G 5 C 6 C 7 G 8 G 9 A 10 C 11 G 12 A 13 variant 1 C 1 C 2 G 3 A 4 G 5 C 6 C 7 G 8 G 9 T 10 C 11 G 12 A 13 A 14 variant 2 G 1 C 2 C 3 A 4 G 5 C 6 G 7 G 8 C 9 T 10 C 11 G 12 A 13 A 14 Variant 3 C 1 C 2 G 3 A 4 G 5 C 6 C 7 G 8 G 9 A 10 C 11 G 12 A 13 A 14 Several variants of the partial core sequence for partzyme A were investigated for Mz2
MNAzymes. The partzyme A partial core sequences were based on the 8:17 DNAzyme 1 . Further sequences were tested which were based on the 8:17 DNAzyme that incorporated variant bases within the unpaired region of the core (variant 1 and 3) or the unpaired region and the stem region of the core (variant 2) (indicated in bold) which has been shown to be tolerant to alteration without abolition of catalytic activity 2 . Table S2 shows the complete catalytic core domain of DNAzymes and partial sequence incorporated into candidate partzymes.
S5 Table S3 . Candidate partzyme pairs for the Mz2 MNAzymes MNAzyme Partzyme Name Sequence 5'-3'* 
